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FIG. 1 

, " ^ 

NUCLEOTIDE AND AA SEQUENCE 

Nucleic acid sequence of Protease T (SEQ. ID. NO. : 1) 

GAeCACGGCCCIX3C^^ 
TCCTGCTGCTX3CTGTGTTTO 
CCAGGATGCTGAACCGAATGGTGGGCGG^ 
AAGTCAGCATCCAGCGCAAQGG^ 
GGGTCCTGACGGCimSCACTCCTTC 
TGCTGGGGGO\AGGCAGC^ 
AGGTGGAGAGCAACCm?I^ 
AGCTGGAQGCACCAGTGCCCTICACCAATTACA 
CGGTGATCTTTGAGACQ^ 
AAGACCTCCTGCCCGAACCQ^^ 
CCAAGTGCAACCTGCTCTACAGCAAAGACACCGA. 
AGAATGACATGCT3TGCG(XX3GCTTCGA^ 
CGGGCGGCCCCCTGGTGTGCCTCGTGGGTCAGTC^ 
GGGGTGAGGGCTGTGCCX^^ 
ACAACTGGA.TCCATCGGATCATCCCCA 
AGAAGTGAGACCCCCGGGGCCAGGAGCCCCTTGAGCAGA 
CCCACACCATeCTGCTGG^ 
CATTTGTAAATAGaXrrcCTTCCTC 
CCAATAAAAACCCAGCCTGTGTGCCAGCTG 



>Amino Acid Sequence of Protease T (SEQ. ID. NO. :7) 



MRRPAAWLLLLLXire 
GGSLIAE£WVLTAAHCF 
SSAD\ZALVELEAPWFTI>^LW 
IAVPIIDTPKCNLLYSKE/IEFGY^ 

WLQAGVI SWGEGCARQNRPGVYIRVTAHHNWIHRI IPKLQFQPARLGGQK 
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FIG. 2 

Protease T 
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FI G. 4 

FUSION PROTEIN 

Nucleic Acid sequence of PFEK-PROTT-HIS fusion protein 
(SEQ.ID.NO. :8) . 

GAATTCACCACCATGGACAGCAAAGGTTCGTC 

GTGGTGTCAAATCTACTOTTGTGCCAGGGTC 

GTGGACGCGGCCGCTCTTGCTGCCCCCTTTGATGATGA 

GCTCTAGAGGAGGGCGAGTGGCCCTGGCAAGTCAGCATC 

TGCGGGGGCAGCCTCATCGCGGAGCAGTGGGTCCTGACO 

ACCTCTGAGACGTCCCTGTACCAGGTCCTG^ 

CCACACGCTATGTATGCCCGGGTGAGGCAGGTGGAGAGCAACCCCCTGTACCAGGGCACG 

GCCTCCAGCGCTGACGTGGCCCTGGTGGAGCTGGAGGCACCAGTGCCC^ 

ATCCTCCCCGTGTGCCTGCCTGACCCCT^ 

GTCACIGGCTGGGGCAGCCCCAGTGAGGAAGACCTCCTGCCCGAACCGCGGA 
AAACIOSCTGTGCCCATCATC^ 

GAGTTTGGCTACCAACCCAAAACCATCAAGAATGA(^TGCTG 

GGCAAGAAGGATGCCTGCAA3GGCGACTCGGO 

TCGTGGCTGCAGGCGGGGGTGATCAGGTGGGGTG^ 

GGTGTCTACATCCGTGTCACCGCCCACCACAACTGGATCCATCGGATC^ 

CAGTTCCAGCCAGCGAGGTTGGGCGGCCAGAAGTCTAG^ 

CGGCCGCTTCCCTTTAGTGAGGGTTAATGCTTCGAGC^ 

AGTTTGGACAAACCACAACTAGAATGCAGTGAAAAA^TG^ 

ATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTGAC 



Amino Acid sequence of PFEK-PROTT-HIS fusion protein 
(SEQ.ID.NO. :9) . 

MDSKGSSQKSFJ ,T ,T ,T ,T ,WSNT ,T ,T ■CQGWSDYKDDDDVDAAAIAAPFDDDDKIVGGYALEE 
GEWFWQVSIQENGSHFCGGSLIAEQWVLT^ 
YARWOVESNPIiYQGTASSADVALVELEAPVPFT^ 
GSPSEEDLLPEPRIIjQKtAVPI IDTPKCNLLYSKDTEFGYQPKTI 

ACKGDSGGPLVCLVGQSWLQAGVI SWGEGCARQNRPGWIRVTAHHNWIHRI I PKLQFQP 
ARLGGQKSRHHHHHH 
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Protease: PFEK-Protease T-HIS 
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FIG. 6 

Protease Activity of Protease T 
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